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1 Preface

Drug discovery and development is increasingly a
multidisciplinary process, where the borderlines between
research and expertise fields are blurring. Cross fertilization
between scientific disciplines and between private and
public research is becoming an increasingly important

driver for innovation and new product development.

Drug discovery and development is also becoming a more
international affair: discoveries, resources and competencies are
readily crossing borders.

Furthermore, the so-called ‘open innovation model’ is gaining
momentum: companies and researchers are using external ideas as
well as internal ideas and technologies on the path to the market of
new medicines products. The boundaries between the stakeholders
of medicines discovery and development and their environment have
become more permeable and innovations and know-how transfer
inward and outward.

One of the elements of open innovation is that the interaction
between basic, concept driven research and applied, product related
research is a critical success parameter. Thus, it is important to use
the multiple instruments that boost open innovation: instruments
such as capital funds, foresight workshops and joint educational and
networking projects et cetera.



Public-private partnerships like BioLogue and Tl Pharma perfectly fit
into the open innovation model.

The above mentioned drivers of innovation brought BioLogue and

Tl Pharma, two public-private partnerships, together to organize this
workshop on ‘modeling and simulation approaches in drug discovery
and development’, which indeed touches upon multidisciplinary
research activities in an international context.

We hope that this workshop will be the beginning of a long lasting
relationship bringing Scandinavian and Dutch pharmaceutical
scientists closer together, enabling them to share experiences

and look for best practices with the ultimate goal: streamlining

the process of bringing new, better drugs to patients and society
worldwide.

October 2009,
Copenhagen and Leiden

Per Spindler, Sven Frokjeer and Daan Crommelin
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3 Program

09:00 - 09:30

09:30 - 09:45

09:45 - 10:30

10:30 - 11:15

11:15 - 11:45

11:45 - 12:15

12:15 - 12:45

12:45 - 13:30

13:30 - 14.15

14:15 - 15:45

15:45 - 16:05

16:05 - 16:15

16:15 - 17:30

Registration

Opening by Daan Crommelin, Tl Pharma and Sven Frgkjzer, University
of Copenhagen

Morten Colding-Jargensen, Novo Nordisk A/S:

‘BioSim - advantages and challenges of a mechanism-based
modeling approach to drug development’

Jacob de Vlieg, Schering-Plough:

‘Computer simulation techniques and molecular informatics tools for
drug discovery’

Coffee break

Flemming S. Jargensen, FARMA / University of Copenhagen:
‘Chemoinformatics — towards computer-aided drug discovery’

Meindert Danhof, Leiden Amsterdam Center for Drug Research:
‘PK-PD modeling in pharmacology: towards mechanism-based
models’

Lunch

Donald Stanski, Novartis:

‘Modeling and simulation: the fundamental tool for model based
drug development’

Round table discussion

Rapporteurs’ reports

Sum up & closing

Drinks



4  Speakers

Morten Colding-Jgrgensen
‘BioSim - advantages and challenges
of a mechanism-based modeling

approach to drug development’

Education
Medical doctor 1970. Master of Science (physics/mathematics)

1991. Qualified as expert (corresponding to Ph.D. level or higher) in
physiology, pathophysiology, biophysics, medical physics, control
theory, applied mathematics, neurobiology, model theory, and
nonlinear dynamics.

Positions

University of Copenhagen, medical faculty 1970-1994: Assistant/
associate professor in physiology, biophysics and medical physics.
Novo Nordisk A/S since 1994. Presently Scientific Director in the
Research and Development area. Affiliated professor at The Technical
University of Denmark. Member of the governing board of BioSim.
Member of the advisory board, Dept. of Physics. DTU.

Teaching and Research

Substantial research and supervision experience (physiology, medical
physics, biophysics, cell biology, pharmacology, medicine, control
theory, mathematics, model theory etc.). Supervision of more than
10 masters and 5-10 Ph.D. students.

Publications, et cetera

More than 60 papers and more than 40 internal reports mainly on
biosimulation topics. More than 50 invited talks. Organizing and
chairing several conferences, symposia, et cetera.



Jacob de Vlieg

‘Computer simulation techniques
and molecular informatics tools for

drug discovery’

Computational drug discovery has created many opportunities

to accelerate and rationalize the multidisciplinary drug discovery
process, and provide novel approaches and insights to the design
of drugs. Today, in silico drug hunters must work across many
disciplines ranging from molecular biology to chemistry and physics
in order to translate the vast amounts of information from protein
targets, ligands and their complexes into useful knowledge and
better quality decisions. A variety of computational scientific
techniques are applied to solve complex chemical and biological
problems including micro array analysis, statistical analysis of large
datasets, structure-based drug design, computational genomics,
molecular simulations and pharmacophore based molecular library
design. Moreover computational drug discovery plays a critical role
in catalyzing the intensive ‘wet-dry’ cycle that characterizes modern
drug design. In Jacob de Vlieg's presentation in particular, the role of
computer simulations and advances in molecular informatics in drug
discovery will be discussed.

Professor Dr Jacob de Vlieg, studied biophysics at the State
University of Groningen and graduated cum laude. During his Ph.D.
research, he developed computational methods for 3D biostructure
determination. Shortly afterwards, he joined the EMBL, Heidelberg
to develop structural bioinformatics techniques. From 1990 until
2001, De Vlieg held a range of research and management positions
at Unilever Research in the fields of modeling, biophysics and

ICT. Appointed in 2000, he is currently part-time Professor of
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Computational Chemistry at the CMBI, Radboud University Nijmegen
Medical Centre. De Vlieg joined Organon in 2001, as head of the
Department of Molecular Design and Informatics (MDI) responsible
for structure-based drug design, genomics and bioinformatics.

In 2006, he was appointed Chief Information Officer Research &
Development (R&D) to integrate IT —in all its manifestations — into
the drug discovery process. In 2008, he was appointed Global Head
Molecular Design & Informatics, Schering-Plough. Key task of MDI
is to develop and implement data-driven approaches to R&D by
bridging expertise spanning bioinformatics, structural chemistry and
biology in the pursuit of drug development candidates, translational
biomarkers and innovative means to reduce late stage attrition.

Flemming S. Jgrgensen
‘Chemoinformatics — towards

computer-aided drug discovery’

Chemoinformatics comprises a diverse set of methods and procedures
for handling molecules and for relating molecular features to various
properties, for example biological activities, enabling quantitative
structure-activity relationships (QSAR) to be established.

A prerequisite for computer-aided drug discovery is an understanding
of the processes for which models are developed and a critical attitude
to the data on which the models are based as well as the predictions
derived from the models. When these limitations are kept in mind, use
of QSAR for drug discovery provides a powerful tool for identifying
novel ligands, for example by virtual screening, for developing lead
compounds to drug candidates, or for optimizing the biological profile
of existing drugs, for example by improving selectivity.

In Flemming Jorgensen'’s presentation, examples of the use of
chemoinformatics in drug discovery will be presented. The examples



will range from simple back-of-an-envelope rules to complex
structure-based analyses based on the information of three-
dimensional structures of complexes between the target proteins and
drug-like ligands.

Flemming Steen Jaorgensen obtained a Ph.D. in chemistry from the
University of Copenhagen in 1981. He was employed for one year

as a post doctoral fellow at the University of Alberta, Canada. From
1984 he was employed at the Royal Danish School of Pharmacy (from
2003 renamed the Danish University of Pharmaceutical Sciences) as
assistant professor and subsequently as associate professor. From
2007 he was a professor in computational chemistry/molecular
modeling at the Faculty of Pharmaceutical Sciences, University of
Copenhagen.

Jgrgensen is co-author of more than 90 scientific publications
(including 6 reviews), and co-editor of 3 books/proceedings. He is
a supervisor or co-supervisor for 17 Ph.D. students and 35 graduate
students. A number of the Ph.D. projects were joint Ph.D. projects
with industrial research groups. He established the first molecular
modeling research group in Denmark at the Royal Danish School of
Pharmacy in 1984.

His present teaching responsibilities include undergraduate

lecturing in organic chemistry, graduate teaching on structural and
computational medicinal chemistry, and course organizer and teacher
at the Ph.D. courses Drug Design and Discovery & Biostructures and
Molecular Modeling in Drug Research.

His present administrative responsibilities include being head of

the Ph.D. School (previously chairman of the Ph.D. Study Board),
chairman of the Ph.D. Committee and chairman of the Ph.D.
Scholarship Committee at the Faculty of Pharmaceutical Sciences,
chairman of the Medicines Research Academy, member of the Board
and the Executive Committee of the research training program Drug
Research Academy (DRA), member of the ULLA Executive Committee,
and member of the University of Copenhagen Council for Research
Education (KUFUR).

11
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Meindert Danhof
b ] ‘PK-PD modeling in pharmacology:

towards mechanism-based models’

Objectives

A major challenge in drug discovery and development is the
prediction, in a strictly quantitative manner, of drug effects in man
on the basis information from in vitro bioassays and/or in vivo
animal studies [1]. This impels developing tools with much improved
properties for extrapolation and prediction, such as mechanism-
based PK-PD modeling and simulation.

Methods

Mechanism-based PK-PD models are based on principles from
systems biology and contain specific expressions to characterize
processes on the causal path between plasma concentration and
response. This includes a) the target distribution, b) the target
interaction/activation and ¢) transduction and the homeostatic
control mechanisms, which may be operative. The utilization of these
models relies on novel biomarkers characterizing specific processes
on the causal path in a quantitative manner. An essential feature of
mechanism-based PK-PD models is the strict distinction between
‘drug-specific’ and ‘biological system-specific’ pharmacodynamic
parameters to describe in vivo drug effects [2, 3, 4, 5].

The latest development in mechanism-based PK-PD modeling has
been the introduction of the concept of disease systems analysis

to characterize drug effects in disease processes and disease
progression. Disease systems analysis aims at the distinction
between drug effects on the ‘disease status’ versus the ‘disease
process’ enabling the prediction of long-term treatment effect [6].

Results
We have successfully developed mechanism-based PK-PD models
for drugs acting at various targets including A, Adenosine, u Opioid,



5-HT,, Serotonin and GABA, receptors. Our findings show that in
general a drug’s in vivo intrinsic efficacy can be accurately predicted
on the basis of in vitro bioassays. Prediction of the in vivo potency on
the other hand appears to be more difficult, presumably as a result
of complexities at the level of the target site distribution. Our results
also show that equilibrium concentration-effect relationships can be
readily scaled from pre-clinical animal models to humans. The utility
of this approach was recently demonstrated for (semi-)synthetic
opioids where a mechanism-based PK-PD model was developed
which can predict the clinical analgesic and respiratory depressant
effects on the basis of preclinical in vitro and in vivo data [7]. In
contrast, the scaling of transduction and homeostatic feedback
mechanisms appears to be more complex. An example of the latter is
our work on the allometric scaling of different biomarkers for 5-HT, |
receptor agonists from preclinical in vitro and in vivo models to man
[8]. The first application of disease systems analysis was in the field
of type 2 diabetes mellitus, where it was shown that drug effects on
the deterioration of beta cell function and insulin sensitivity can be
quantified by analyzing a cascade of biomarker responses [9].

Conclusions

It is concluded that mechanism-based PK-PD models provide a
scientific basis for the prediction of efficacy and safety of novel
drugs in humans on the basis of information from in vitro bioassays
and/or in vivo animal studies.

References

1. Kola I and Landis J (2004) Can the pharmaceutical industry
reduce attrition rates? Nature Rev Drug Discov. 3, 711-716.

2. Danhof M, Van der Graaf PH, Jonker DM, Visser SAG and Zuideveld
KP, (2007) Mechanism-based pharmacokinetic-pharmacodynamic
modeling for the prediction of in vivo drug concentration-effect
relationships-Application in drug candidate selection and lead
optimization. In: Comprehensive Medicinal Chemistry Il, Part 5,
Testa, B. and Van de Waterbeemd, H. eds., pp. 885-908. Elsevier.

3. Danhof M, DeJongh J, DeLange ECM, Della Pasqua OE, Ploeger
BA and Voskuyl RA (2007) Mechanism-based pharmacokinetic-
pharmacodynamic modeling: biophase distribution, receptor
theory and dynamical systems analysis. Ann. Rev. Pharmacol.
Toxicol. 47, 357-400.
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4. Danhof M, DelLange ECM, Della Pasqua OE, Ploeger BA
and Voskuyl RA (2008) Mechanism-based pharmacokinetic-
pharmacodynamic (PK-PD) modeling in translational drugs
research Trends in Pharmacol. Sci. in press.

5. Danhof, M, Alvan G., Dahl SG, Kuhlmann J, and Paintaud G.
(2005) Mechanism-based pharmacokinetic-pharmacodynamic
modeling-a new classification of biomarkers. Pharm. Res. 22:
1432-1437.

6. Post, TM Freijer JI, DeJongh J and Danhof M (2005) Disease
system analysis: basic disease progression models in
degenerative disease. Pharm. Res. 22: 1038-1049.

7. Yassen A, Olofsen E, Kan J, Dahan A and Danhof M (2007)
Animal-to-human extrapolation of the pharmacokinetic
and pharmacodynamic properties of buprenorphine. Clin
Pharmacokinet. 46:433-447.

Dr Meindert Danhof is Professor of Pharmacology and Director

of Research of the Leiden-Amsterdam Center for Drug Research

at Leiden University in the Netherlands. Danhof received a MSc

in Pharmacy with specialization in Pharmacology (cum laude) and

a PharmD from the University of Groningen in 1975 and 1976
respectively, and a Ph.D. in Pharmacology (cum laude) from the
University of Leiden in 1980. He subsequently obtained further
specialist training in pharmacokinetics-pharmacodynamics as a
post-doctoral research fellow at the State University of New York in
Buffalo, NY, USA (1980-1983) and as a visiting scientist at Stanford
University Medical School, Stanford, CA, USA (1983-1986). He is
certified as both an Experimental Pharmacologist and a Clinical
Pharmacologist in the Netherlands.

Danhof is the founder and Principal Investigator of the ‘Tl Pharma
mechanism-based PK-PD modeling platform’ which was founded
in 2007 and aims at the development of a mechanism-based PK-PD
model library and database for utilization in drug discovery and
development. Partners in this platform are 6 leading international
pharmaceutical companies which have agreed to share data for the
purpose of mechanism-based PK-PD model building.

Meindert Danhof is the founder and the first Chief Scientific
Officer at LAP&P Consultants BV which provides a professional
infrastructure for consultancy on advanced PK-PD modeling to the
pharmaceutical industry.



Danhof received the ‘Organon Research Prize’ in 1993, the ‘FIP
Pharmaceutical Scientist of the Year Award’ in 1997 and the ‘Rawls
Palmer Award’ of the American Society for Clinical Pharmacology
and Therapeutics in 2004 and the ‘EUFEPS New Safe Medicines
Faster Award’ of the European Federation of Pharmaceutical Sciences
in 2006. In 2008 he was the ‘Gerhard Levy Distinguished Lecturer in
Pharmaceutical Sciences’ at the University of Buffalo. In 2009 he was
the recipient of the Distinguished Scientist Award from the American
College of Clinical Pharmacology.

Donald Stanski

‘Modeling and simulation:
the fundamental tool for model

based drug development’

Donald Stanski’s presentation will first review the concept of ‘model
based drug development’ a concept and terminology that emerged
from the FDA's white paper on the Critical Path.

Model-based drug development uses mathematical and statistical
concepts and approaches to integrate data and information (model)
that can be used to project and predict future behavior (simulation).
Model-based drug development is now penetrating the pharma and
biotech industry as a concept to improve the quality and level of
decision-making in drug and biological research and development.
Examples of the full range of how modeling and simulation is
applied to both research and development in the pharma and
biotech industry will be shared. Finally, the importance of health
authority engagement of modeling and simulation as a fundamental
tool to assist regulatory decision making will be shared.

Donald Stanski, M.D., is currently Global Head of the Modeling and
Simulation Organization at Novartis. In this capacity, he leads a
team of 80 scientists who perform biological, pharmacological and
statistical modeling for drug discovery and development.

15
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Prior to joining Novartis, Dr Stanski spent two years at the Food
and Drug Administration, contributing to the Critical Path White
Paper and developing model-based drug development concepts for
regulatory review. From 1992 to 2001, he served as Vice President,
Scientific/Medical Affairs at Pharsight Corporation, co-founding a
consulting practice that provided drug, disease and market modeling
for the pharmaceutical and biotech industry. He served as Chair,
Department of Anesthesia at Stanford University, from 1992-1997,
during which period he developed an anesthesia research program
that applied innovative pharmacometric methods to clinical drug
development. Currently, he serves as an emeritus Professor of
Anesthesia at Stanford University.

Stanski received his medical degree from the University of

Calgary and anesthesiology training at Massachusetts General
Hospital. He undertook research training in clinical pharmacology /
pharmacokinetics / pharmacodynamics at the University of California,
San Francisco with the late Dr Lewis B. Sheiner.



5 About

BioLogue - National Innovation Network for Health Care
and Life Sciences

The Innovation Network aims to strengthen collaborations and
knowledge sharing among private and public stakeholders. The
Innovation Network is part of the permanent Danish infrastructure
for innovation supported by The Danish Agency for Science,
Technology and Innovation and The Danish Council for Technology
and Innovation.

Activity areas include strategy development, matchmaking,
education and training, innovation projects, and acting as a one
stop for information within Denmark and between Denmark and

international stakeholders in the field of health care and life sciences.

We focus typically on cross-bordering issues such as bioinformatics,
system biology, clinical research, drug discovery and development,
biobanks, preclinical models, bioethics, imaging and other non-
competitive technologies to seek synergies for collaboration and
progress of excellence.

BioLogue comprises the major hospitals, universities and relevant
research institutes in Denmark, the Danish Medicines Agency,
numerous relevant organizations working in the field to promote
innovation and collaboration in and with Danish researchers. The
Innovation Network has a membership group of private national and
international companies such as SMEs, Novo Nordisk, H. Lundbeck
and LEO Pharma and Dako and is supported by the relevant national
industry organizations covering biotech (Dansk Biotek), pharma (the
Danish Association of the Pharmaceutical Industry) and medico.

The Innovation Network is hosted by the University of Copenhagen,
Faculty of Pharmaceutical Sciences (www.farma.ku.dk). For more
information, please visit www.biologue.org and www.biosys.dk
(websites will be updated primo 2010).

17
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University of Copenhagen

With over 37,000 students and more than 7,000 employees, the
University of Copenhagen is the largest research and education
institution in Denmark. Approximately one hundred different
institutes, departments, laboratories, centers, museums, etc.,

form the nucleus of the University, where professors, lecturers

and other academic staff, as well as most of the technical and
administrative personnel, carry out their daily work, and where
teaching takes place. Among faculties in “wet” sciences are The
Faculty of Health Sciences (www.sund.ku.dk), The Faculty of Science
(www.nat.ku.dk), The Faculty of Life Sciences (www.life.ku.dk)
and the Faculty of Pharmaceutical Sciences (www.farma.ku.dk). On
1 January 2007, the University merged with The Royal Veterinary
and Agricultural University (Now: Faculty of Life Sciences) and

The Danish University of Pharmaceutical Sciences (Now: Faculty of
Pharmaceutical Sciences). The two universities are now faculties at
the University of Copenhagen. For more information, please visit
www.ku.dk.

Tl Pharma

Tl Pharma enables public—private research and development into
‘priority medicines’, as identified by the World Health Organization.
By bringing together partners from academia and industry in
research and development projects, Tl Pharma helps fill the gap
between basic research and drug development, reducing both the
time and the cost needed to bring new medicines to patients. Since
its launch in 2006, Tl Pharma has experienced rapid growth. Forty-
seven research consortia have been formed, combining 27 academic
partners including universities, their affiliated medical centers and
knowledge institutes, and 45 industrial participants including global
pharmaceutical companies and small and medium sized enterprises
(SMEs). The forty-seven consortia form the core of Tl Pharma’s
Strategic Research Program: high quality science, addressing serious
diseases confronting the modern world.



At least twice a year, Tl Pharma organizes one-day workshops on
current issues in the pharmaceutical sciences. These workshops are
open to the public. Hot topics are chosen based on recent news or
issues and the interests of our academic and industrial partners.
Our workshops have an interactive character, including roundtable
discussions and discussion forums and are always organized in
conjunction with other organizations. For more information, please
visit www.tipharma.com.

ASAT (Assuring Safety without Animal Testing)

Drug safety is an important issue in drug development. Whereas in
the past, drug safety testing was based on the information derived
in animal experiments, today new technologies allow us to compute
and predict assessment of drug safety based on human materials
and information.

The ASAT program is financed by the Dutch Department for Health
and carries out research in this domain. Using computational and
predictive technologies, it offers the perspective of shortening the
timeline of preclinical testing of drugs, and delivering better drug
candidates in terms of safety and efficacy. For more information,
please visit www.asat-initiative.eu.
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6 Venue Details

Denmark
The Carlsberg Academy

Camle Carslberg Vej 15
2500 Copenhagen, Denmark
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The Netherlands
Naturalis, The National Museum of Natural History

Darwinweg 2
2333 CR Leiden, The Netherlands

t +31 71 568 76 00, www.naturalis.nl
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7 List of participants Copenhagen

Family name Firstname  Company Email
Areberg Johan H. Lundbeck A/S joar@lundbeck.com
Arvastson Lars Lundbeck A/S larvelundbeck.com
Brasen Jens Christian  University of Southern christianb@bmb.sdu.dk
Denmark
Breinholt Vibeke Miller ~ Genmab A/S v-breinholt@genmab.com
Bundgaard Christoffer H. Lundbeck A/S, Discovery  cbun@lundbeck.com
ADME
Fristrup Peter Technical University of pf@ekemi.dtu.dk
Denmark
Gottschalk Sanne LIFE, University of sgotelife.ku.dk
Copenhagen
Hald Bjern Copenhagen University bjornhald@egmail.com
Hansen René Normann Novo Nordisk A/S rnha@novonordisk.com
Hardman Michael AstraZeneca mike.hardman@astrazeneca.com
Hartvig Honoré ~ Per Department of Pharmacology peh@farma.ku.dk
and Pharmacotherapy,
University of Copenhagen
Ingwersen Steen Novo Nordisk A/S si@novonordisk.com
Jensen Klaus Statens Serum Institut kljessi.dk
Johansen Peter Bygballe Novo Nordisk A/S pjoh@novonordisk.com
Kelly Nicholas Nensius Research A/S nk@nensius.com
Khaliq Abdul Student Khaligsyed@gmail.com
Kledal Thuri DHIgroup tsk@thuri.com
Kouskoumvekaki Irene CBS-Department of Systems  irene@cbs.dtu.dk
Biology, DTU
Kristiansen Uffe Dept. of Pharmacology and  uk@farma.ku.dk
Pharmacotherapy, FARMA, KU
Larsen Rikke Danish medicines Agency rla@dkma.dk
Lillin Otilia Schering-Plough otilia.lillin@spcorp.com
Lin Eva University of Copenhagen,  el@farma.ku.dk
PHARMA
Meeuwisse Cees Schering-Plough cees.meeuwisse@spcorp.com
Mglgard Nielsen Lisbet FARMA, KU moelgard@hotmail.com

* Please note that this is the list of participants as per November 3, 2009.
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Family name Firstname  Company Email
Mortaz Esmaeil UIPS emortaz@gmail.com
Mosekilde Erik The Technical University of  Erik.Mosekilde@fysik.dtu.dk
Denmark (DTU)
Nikolov Nikolai National Food Institute, DTU nign@food.dtu.dk
Offenberg Hanne NovoNordisk A/S haof@novonordisk.com
Olsen Jorgen University of Copenhagen,  jols@adm.ku.dk
Danish Pharma consortium
Ottesen Johnny Roskilde University Johnnyeruc.dk
Ottesen Stine H. Lundbeck A/S stot@lundbeck.com
Petersen Mads Bjelke ~ Novo Nordisk A/S msbp@novonordisk.com
Radhika Batchu student renukaradhika@gmail.com
Rask-Pedersen  Eva Danish Medicines Agency erp@dkma.dk
Rasmussen Morten Novo Nordisk motr@novonordisk.com
Schou Jens S. Safety Assesment & jens.s.schou@gmail.com
Pharmacovigilance
Schou Thomas Innovation Network - BioSys schou@biosys.dk
Sivertsen Bjorn University of Copenhagen,  behrens@sund.ku.dk
INF
Sgeborg Tue Danish Medicines Agency tus@dkma.dk
Svensson David AstraZeneca R&D david.j.svensson@astrazeneca.com
Syed Muzeeb Faculty of pharmaceutical smu@farma.ku.dk
Sciences, University of
Copenhagen
Tang Vestergaard Henrik Danish Medicines Agency htvedkma.dk
Thing Mette University of Copenhagen,  mat@farma.ku.dk
FARMA
Tornge Karen Danish Medicines Agency kto@dkma.dk

Vadalasetty
Wedebye
Winther
Zinck

Krishnaprasad
Eva Bay

Lotte

Tina

student

DTU Food

KU-LIFE

Danish Medicines Agency

krish0101@gmail.com
ebaweefood.dtu.dk
Iwielife.ku.dk
tziedkma.dk
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List of participants Leiden

Family name Firstname  Company Email

Berg, van den Henk Medicines Evaluation Board  h.vd.berg@cbg-meb.nl

Berge, ten Ronald NOTOX B.V. ronald.ten.berge@notox.nl

Beukers Margot Leiden University beukerspkpde@lacdr.leidenuniv.nl

Boessen Ruud University Medical Center r.boessen-2@umcutrecht.nl
Utrecht - Julius Center

Bol Kees Kinesis Pharma kees.bol@kinesis-pharma.com

Bragt, van Tonke Kinesis Pharma, Breda, Tonke.vanBragt@kinesis-pharma.com
The Netherlands

Brondijk Harma Utrecht University t.h.c.brondijke@uu.nl

Bronswijk, van  Hans PAREXEL Consulting hans.vanbronswijke@parexel.com

Brown Peter SecurePharma Ltd pb@securepharma.com

Chong Monique SecurePharma Ltd mc@securepharma.com

Cox Eugene Quantitative Solutions ecox@wequantify.com

Dewhurst Mark Globalsafety Pharmacology, ~mark.dewhurst@pfizer.com
Pfizer

Dijksterhuis Jan CBS FungalBiodiversity j.dijksterhuis@cbs.knaw.nl
Centre KNAW

Dorlo Thomas Academic Medical Center t.p.dorlo@amc.uva.nl

Dubois Vincent Tl Pharma/LACDR v.f.s.dubois@gmail.com

Flohil Jaap Foldyne Pharmaceuticals flohilefoldyne.com

Freijer Jan Astellas Pharma Global jan.freijere@nl.astellas.com
Development Europe

Frische Ester BioFocus DPI ester.frische@glpg.com

Gerritsen Bram NKI b.gerritsen@nki.nl

Girones Daniel Lead Pharma Holding BV daniel.girones@leadpharma.com

Graaf, de Albert TNO Quality of Life albert.degraafetno.nl

Halim Vincentius UMC utrecht V.A.Halim@umcutrecht.nl

Andrianto

Harten, van Jaap Elsevier j.harten@elsevier.com

Hastings Ann Astellas ann.hastings@eu.astellas.com

Hauben Ehud Leiden University Medical e.hauben@lumc.nl
Center

Hekking Marcel Schering-Plough marcel.hekking@spcorp.com

Hiemstra Harry Solvay Pharmaceuticals harry.hiemstra@solvay.com

Hissink Erna Solvay Pharmaceuticals Erna.Hissink@solvay.com
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Family name Firstname  Company Email
Hooijmaijers Richard Kinesis Pharma richard.hooijmaijers@kinesis-pharma.com
Hoorn, van Peter VU pvhoorn@few.vu.nl
Horst, van der Eelke Leiden University e.van.der.horst@lacdr.leidenuniv.nl
Impagliazzo Antoniettta  LUMC a.impagliazzo@orange.nl
Kanter, de Ruben Solvay Pharmaceuticals ruben.dekanter@solvay.com
Karawajczyk Anna LeadPharma anna.karawajczyke@leadpharma.com
Keizer Ron the Netherlands Cancer ronkeizer@gmail.com
Institute
Kimpe, de Sjef J. Prosensa Therapeutics s.dekimpe@prosensa.nl
Klabunde Thomas Sanofi-Aventis Deutschland  thomas.klabunde@sanofi-aventis.com
GmbH
Klein Wolterink  Joanne Culgi BV Joanne.Klein_Wolterink@culgi.com
Klomp Jan Schering Plough jan.klomp@spcorp.com
Kooijman Marlous Utrecht University m.kooijman@geo.uu.nl
Koster Henk Solvay Pharmacuticals b.v. henk.koster@solvay.com
Laan, van der Jan Willem RIVM/ BMT jan-willem.van.der.laan@rivm.nl
Leede, de Leo Exelion Bio-Pharmaceutical  leodeleede@exelion.nl
Consultancy BV
Lekkerkerker Annemarie Galapagos Annemarie@glpg.com
Lieftink Cor Netherlands Cancer Institute c.lieftink@nki.nl
Lie-Venema Heleen LUMC h.lie-venemae@lumc.nl
Ligt, de Rianne TNO Quiality of Life Rianne.deligt@tno.nl
Marsman Marije LUMCTTO mmarsmanelumc.nl
Martina Byron Erasmus Medical Center b.martina@erasmusmc.nl
Meer, van Peter Universiteit Utrecht p.j.k.vanmeere@uu.nl
Melief Kees Leiden University Medical rj.p.van_weeren-ho@lumc.nl
Center
Meurs, van Paul BioClinica paul.vanmeurs@bioclinica.com
Michon Ingrid Astellas Pharma Europe bv.  ingrid.michon@eu.astellas.com
Mortaz Esmaeil UIPS emortaz@gmail.com
Munikumar Doddareddy  Division of medicinal doddareddymkr@umail.leidenuniv.nl
Reddy chemistry, LACDR
Nunez Sara Solvay Pharmaceuticals sara.nunez@solvay.com
Paal Krisztina University of Groningen k.a.paalerug.nl

25



Family name Firstname  Company Email

Post Teun Schering-Plough teun.post@scpcorp.com

Pras-Raves Mia Solvay Pharmaceuticals Mia.Pras-Raves@Solvay.com

Reeder, de Ernst Schering-Plough ernst.dereeder@spcorp.com

Rezaee Farhad University Medical Center f.rezaee@med.umcg.nl
Groningen

Rietveld Luc NGI rietveld@genomics.nl

Rissmann Robert University of Leiden / LACDR r.r.rissmann@lacdr.leidenuniv.nl

Ruppert Martijn Kinesis Pharma Martijn.Ruppert@Kinesis-Pharma.com

Sajid M. LUMC m.sajid@lumc.nl

Schmidt Stephan LACDR schmidtselacdr.leidenuniv.nl

Seifert Karin London School of Hygiene & karin.seifert@lshtm.ac.uk
Tropical Medicine

Sennef Cor Solvay pharmaceuticals cor.sennef@solvay.com

Smulders Ronald Astellas Ronald.Smulders@eu.astellas.com

Sonderkamp Trudi Virtual Proteins BV tsonderkampe@virtualproteins.com

Steenhoven, van Desire BioFocus DPI desire.vansteenhoven@glpg.com

Végh Marlene CNCR, Neuroscience Campus marlene.vegh@cncr.vu.nl
Amsterdam, VU University

Vermeulen An Johnson & Johnson PRD avermeul@its.jnj.com

Verwei Miriam TNO Quality of Life miriam.verwei@tno.nl

Vet Nienke Erasmus MC-Sophia n.vet@erasmusmc.nl
Children’s Hospital

Visser, de Peter Prosensa Therapeutics BV p.devisser@prosensa.nl

Vos Joost VUmc / Immunaffect j.vos@vumc.nl

Weerden, van Wytske Erasmus MC, Dept of w.vanweerden@erasmusmc.nl
Urology, JNI

Weijzen Sanne Aglaia BioMedical Ventures  weijzen@aglaia-biomedical.com

Westerhout Joost LACDR jwesterhoutelacdr.leidenuniv.nl

Yassen Ashraf Astellas Pharma Global ashraf.yassen@eu.astellas.com
Development Europe

Zwart, de Loeckie Johnson & Johnson ldzwarteits.jnj.com
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